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The nutritional richness of fruits and vegetables makes them an ideal target for 

microorganisms, causing in particular soft rot. The microorganisms responsible for this 

pathology are generally found in the environment, and are endowed with a very important 

enzymological power, the main action of their pathogenicity. These enzymes, which allow the 

degradation of the plant cell wall, allow them to cross the protective wall of the plant, causing 

a liquefaction of tissues, whose environmental conditions as well as transport and storage 

conditions favour the development of these phytopathogens. A better understanding of 

spoilage microorganisms and the characteristics of spoilage should allow the development of 

new conservation and protection technologies and reduce the loss of vegetables due to 

spoilage. This review summarizes the main literature data on soft rot, and the diversity and 

mode of action of the main microbial causal agents. 
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1. Introduction  

    Fruits and vegetables represent a very important 

nutritional source for humans, due to their richness in 

water, vitamins and micronutrients [1, 44]. They are part of 

the daily human diet, which it is recommended by World 

Health Organization (WHO), Food, and Agriculture 

Organization (FAO) to consume at least 400 g of fruits and 

vegetables per person per day. This consumption helps 

humans to combat nutrition-related chronic diseases [3, 1]. 

    In addition, post-harvest diseases are a major cause of 

fruit deterioration and unprocessed vegetables [43]. Indeed, 

significant economic losses of fruits and vegetables can 

therefore result for farmers, the food industry and 

customers worldwide. Deterioration means any undesirable 

changes in organoleptic (color, flavor, odor…etc.), 

nutritional and sanitary quality, which can occur at any 

stage of the commercial chain (cultivation, transport or 

storage) [29, 38, 56]. Physicochemical (e.g. oxidation, 

post-harvest handling) and biological agents are 

responsible for this change, particularly those related to 

phytopathogenic microorganisms [44, 29]. 

    Generally, this type of weathering is known by the term 

“rot”, some of which appears in soft form, which reduces 

the shelf life of fruits and vegetables [51, 26]. 

    Moreover,microbial soft rot is the maincause of post-

harvest loss of 20-25% of fruits and 30% of vegetables 

destined for consumption [1, 38]. This percentage is higher 

in countries during development because there is a lack of 

appropriate storage and transport conditions, not to 

mention climatic conditions which may be an influential 

parameter [1]. However, the main cause of soft rot in fruits 

and vegetables is the proliferation of bacteria, fungi, and 

sometimes yeasts [59]. These microorganisms use the 

nutrients (sugar, protein, lipid, and vitamins), found in the 

plant product in order to survive, and are known by the 

name SSO, which stands for Specific Spoilage Organism 

[56, 29]. However, some opportunistic germs can infect 

fruits and vegetables already damaged by other plant 

pathogenic microorganisms that have passed through the 
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protective wall of the vegetables [38]. 

    In addition, the pathogenicity of these microorganisms is 

mainly related to three factors: (1) their ability to grow in 

temperatures ranging from 5°C to 65°C [29], (2) the 

production of a wide range of enzymes called PCWDE 

(Plant Cell Wall Degrading Enzymes), which have the 

ability to degrade plant structures composed of: pectins, 

cellulose, hemicellulose and others, causing cell necrosis 

and tissue maceration [38]. Finally, (3) the production of 

toxins dangerous to human and animal health [38], as is the 

case of aflatoxin and ochratoxin, considered carcinogenic 

agents, produced mainly by the fungi Aspergillus and 

Penicillium, which are found in air, soil and water [5, 29]. 

    Because of this contamination by toxins and mycotoxins, 

many fruits and vegetables that are part of the daily human 

diet have been added to the list of products exposed to 

mycotoxin contamination [8]. In addition, the classical 

evolution of microorganisms in perishable products such as 

fruits and vegetables are limited because the product is 

released for sale before control results are reported [56]. In 

addition, some fruits and vegetables contaminated mainly 

by bacteria show no change in appearance and texture, 

which causes many cases of intoxication [29]. 

    It is from this perspective that the review presented 

summarizes the main findings on the microorganisms 

responsible for the soft rot of fruits and vegetables. 

 

2. General information 

2.1. Definition  

Soft rot is the most diagnosed pathology affecting 

cultivated plants. It is most often caused by 

microorganisms, such as: Erwinia and Penicillium, or by 

agents related to the environment (insects, irrigation water 

...etc) [15, 38, 35]. 

     This pathology is characterized by a symptomatology 

visible or invisible to the naked eye, during harvesting and 

post-harvest or during storage of harvested fruits and 

vegetables [39, 33]. It is the result of the action of a set of 

enzymes called Plant Cell-Wall Degrading Enzymes or 

PCWDEs (Plant Cell-Wall Degrading Enzymes), which 

render the fruit or vegetable unfit for consumption [13, 38]. 

2.2. Symptoms 

    Soft rot as already described, microorganisms are the 

main cause of it, which act on several parts of the host 

plant, namely: pale green or yellowish leaves and stunting 

of the plant, which occurs during the storage of fruits and 

vegetables especially in places with high humidity [25].     

Symptoms appear on fruits and vegetables (fig 1) 

according to two stages: 

    Stage 1: Symptoms are manifested by the presence of 

spots, which may also present as necrosis, brown with a 

black spot in the center, or brown to black lesions at the 

end of the fruit stem, rapid spread can be observed 

throughout the whole fruit causing: pitting, sticky spots and 

decomposition of the entire tissue, which becomes spongy 

with the change in color from white to creamy brown [36, 

24, 33]. 

    Stage 2: Decayed tissue develops an unpleasant odour 

and becomes viscous as   the   microorganism cause the 

formation of a mucous suspension   with   a   foul   odor 

[7]. 

     The same principle is exposed to fruits and vegetables 

during storage and transport depending on climatic 

influences, or in the case of mixed infection [19].  

 

Fig 1.Photograph of soft rot symptoms (A- Color change 

[yellowtobrown]; B- Tissue liquefaction, C- Infection sites: 

viscous; D- Brown necroses with a dark black dot). 

2.3. Factors influencing 

    Microbial soft rot is a result of interaction between 

different factors (Fig 2) and pathogenic or contaminating 

microorganisms [28]. 

 
Fig 2. Diagram of the interaction between the different 

factors that influence the development of soft rot. 
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2.4. Environmental factors 

2.4.1. Climatic factors 

    The variation in temperature and humidity from one 

region to another in the transport of fruits and vegetables 

has a direct effect the growth and development of 

pathogenic microorganisms on the surface of plants (fruits 

and vegetables) [18, 2].In addition, exposure to light in the 

field and high humidity in greenhouses promote rapid 

disease development, causing crop losses [36, 18]. 

2.4.2. Harvest, post-harvest and storage conditions 

    Harvest and post-harvest conditions have a direct effect 

on the development of soft rot, as good or poor handling 

practices during this period provide fruit and vegetables 

with shelter from cracks that make them vulnerable to 

pathogens [18, 2, 54].  However, hygiene’s level and 

temperature stability during the storage and marketing 

period may or may not protect fruits and vegetables from 

soft rot microorganisms [2, 6]. 

2.5. Factors related to fruits and vegetables 

    Fruits and vegetables represent a food source and an 

environment rich in nutrients, vitamins and water, which 

makes them susceptible to microorganisms, especially 

pathogens [28, 18]. In addition, the variation in the pH 

spectrum means that a wide range of pathogens (yeast, 

mold, bacteria) can live and infect fruits and vegetables 

[18]. 

2.6. Microorganisms 

    Some fruits and vegetables harbour spoilage 

microorganisms, and the onset of symptoms is associated 

with two factors: on the one hand, the microbial production 

of enzymes that degrade the cell wall, especially pectinases 

that degrade pectin polymers. As a result, fruits and 

vegetables become more susceptible to the effects of the 

microorganisms responsible for soft rot [20]. On the other 

hand, the complex interaction between the virulent factors 

of the phytopathogenic germs and the defense mechanisms 

of plant tissues allow the pathology to appear [18]. 

3. Development cycle 

    The skin of fruits and vegetables forms a barrier against 

the penetration of germs that spoil them, and this extends 

their shelf life after harvest [18]. In fact, resistance to 

microbial invasion is very strong when the plant product is 

still attached to the plant, but it decreases during harvesting 

or ripening, and during storage or display for sale. Thus, 

fruits and vegetables will be damaged by saprophytic flora 

[58]. However, there are asymptomatic infections, such as 

the infection of mango branches by Dothiorelle 

dominicana, which are revealed only after harvest and 

during marketing [55]. Moreover the degree of infection 

can range from a simple alteration of the external 

appearance to partial or total pulp rot [10], as already 

presented in Figure 1. 

Generally, soft rot occurs in infected fruits and vegetables 

in the following stages (Fig 3):  

 

Fig 3. Diagram of the development cycle of microbial soft 

rot in fresh fruits and vegetables. 

✓ Entry of microorganisms: the spoilage process is 

triggered by the penetration of the germs 

responsible for the disease through the end of the 

stem, which is the main site of infection due to the 

wound caused by harvesting operations, or   by   

using   the   structure   and composition of the 

surface of fruits and vegetables (stomata, scars, 

etc.), which represent entry routes. However, 

some germs are able to cross the cuticle of 

vegetables   by   penetrating   damaged tissues 

because of their virulence factors (production of 

cutinolytic, pectinolytic enzymes, etc.) [18, 45];  

✓ Proliferation of microorganisms and modification 

of organoleptic quality: the  nutrients  existing  in  

fruits  and vegetables  facilitate  the  growth  and 

multiplication of the germs responsible for soft rot 

and lead to visual changes: musty smell, decrease 

in color intensity by   enzymatic   hydrolysis   of   

the pigments, viscous or sticky appearance, 

softening of fruits and vegetables due to 

pectinolytic  activity,  etc [29, 56]. 

4. Plant selectivity towards microorganisms 

     The composition of fruits and vegetables is similar for 

some elements and different for others, this difference 
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makes them targeted by some microorganisms compared to 

others: 

- Yeasts and fungi most often infect the fruit, because 

they are low in acidity, and this favours the growth of 

fungi; as a result, the fruit will be damaged, and rotten; 

- Bacteria infect vegetables because they are less acidic 

than fruits, causing their rotting [29, 1]. 

    For example, spinach is rotten most often in hot, humid 

conditions, due to bacteria that feed on the nitrates with 

which it is rich. In contrast, strawberries rot quickly after 

harvest, since cutinolytic microorganisms [37, 23] infect 

them. 

5. Microorganisms involved 

    Different types of microorganisms can cause soft rot; 

their nature depends on growing conditions, shelf life of 

fruits and vegetables, etc [44]. 

5.1. Bacteria 

    There is a wide variety of phytopathogenic bacteria that 

can penetrate the protective coating of fruits and vegetables 

and cause soft rot. The main types include:Pectobacterium, 

Pantoa, Dikeya and Brenneria [30] are facultative 

anaerobic Gram-negative bacteria, which are part of the 

Enterobacteriaceae family. These genera are capable of 

oxidizing D-glucose to various forms of gluconate, and 

produce extracellular pectinase enzymes, and cause 

disease, but only when host resistance is impaired, and this 

infection is temperature dependent in commercial stocks 

[47, 30]. 

   For example, the species Pectebacterium carotovorum is 

the most common in rhizosphere-associated soft rot: in 

roots, bulbs and tubers (potato, onion) (Fig 4, B, C and D), 

and in peppers [17, 16]. 

5.1.1. Genus Erwinia 

    Members of the genus Erwinia are mainly opportunistic 

pectinolytic phytopathogenic bacteria (Fig 4, A) [9]. 

    The analysis of rDNA makes it possible to split some 

members into other genera: Enterobacter, Thus, the species 

Erwinia chryasanthemii is commonly found in the soil. The 

transition between the saprophytic and pathogenic 

lifestyles is determined by a regulated response of 

virulence factors, under favourable environmental 

conditions resulting in endopectin lyase activity [27]. It is 

responsible for the degradation of potato (Solanum 

tuberosum) seed wall before or during the germinative 

phase, causing delayed emergence [32]. 

 

Fig 4. Microscopic observation of Erwinia and the 

appearance of soft rot in some vegetables (A- Electronic 

microscope observation of Erwinia shows a peritrichous 

flagellum; B- Aspect of bacterial soft rot in onion; C and  

D- Appearance of soft rot symptoms in the exterior and 

interior of potato tubers caused by Pectebacterium spp 

bacteria [9, 11, 12]. 

5.1.2. Genus Pseudomonas 

    This genus groups together Gram-negative 

psychotrophic pectinolytic bacteria belonging to the 

Pseudomonaceae family, whose presence indicates the 

beginning of deterioration [35]. Pseudomonasaeroginosa 

and Pseudomonas fluorescens are the most important 

species in carrot and tomato soft rot [49]. 

5.1.3. Other bacteria 

    There are other bacteria involved in decay, such as [34]: 

- Leuconostoc mesenteroide: mesophilicand psycrotrophic 

lactic acid bacterium, which is usually found in small 

quantities on the plant surface, but can proliferate during 

storage of carrots and tomatoes ; 

- The pectinolytic bacteria Serracialiquefaciensand Vibrio 

anguillarum which can cause this disease, also the species 

Bacillus subtilis, Bacillus cereus, Clostridiumperfringens 

and Staphylococusxylosus, which cause soft rot in:

 tomatoes and some fruits and vegetables during 

storage. 

5.2. Yeasts and fungi 

    Yeasts and fungi are inferior fungi, most often 

responsible for post-harvest soft rot [39].  There is a wide 

range of these phytopathogens, the most important of 

which are the following: 
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5.2.1. Yeasts 

5.2.1.1. Geotrichum candidum 

    G. candidum is a yeast fungus, the causative agent of 

soft rot in tomatoes, potatoes and other fruits and 

vegetables [31]. It is most found in the soil, and causes 

tuber soft rot in flooded soil. This yeast has optimal growth 

in the temperature 25 °C and pH 5 to 5.5, in the presence of 

oxygen in a medium very rich in carbon sources (D-

glucose, D-galactose, ...etc) [57]. 

5.2.1.2. Candida spp 

    Candida spp are opportunistic yeasts and plant parasites, 

which are characterized by cream to yellowish colonies, 

also, they are able to ferment sugars, and use alcohol and 

peptone as a source of carbon, causing soft rot of 

pineapples and other fruits and vegetables, of which 

the most pathogenic species are: C. krusei,C. 

guilliermondii and C. albicans [42, 60, 48]. 

5.2.1.3. Other yeasts 

    There are several types of yeasts that cause fruit and 

vegetables to rot, before or after harvest, we will mention 

among others: 

- Verticilum theobromae that infects bananas [21]; 

- Debaryomyces hansenii, Pichia polymorpha, Pichia 

Kuriavzevii andTorulopsis, hansenula which causefruit 

deterioration, plus, Trichodermaherzianum, which ferment 

sugars intoalcohols; which gives a bad taste and odor in 

infected tubers during storage [50]; 

- Saccharomyces exiguns or Saccharomyces italicus that 

infectsmangoes [52]. 

5.2.2. Fungi 

    Moulds infect fruits and vegetables in two stages of the 

production chain: in cultivation (fields) and in storage [39], 

causing   the   deterioration   of   plant products, of which 

the following are the most pathogenic: 

5.2.2.1. Fungi of the field 

5.2.2.1.1. Genus Alternaria 

    Species of this genus are ubiquitous fungi in the 

environment, saprophytes, and very abundant in the 

atmosphere, with growth temperatures between 5 and 30 

°C [46]. They generally colonize tubers infected with dry 

mold, causing their rots in the harvest and post-harvest, 

especially tomatoes, citrus fruits (tangerine, orange, 

lemon), melon and apple. The most pathogenic species in 

this genus are:Alternaria alternata and Alternaria solani, 

which produce a greyand black rot [39]. 

 

5.2.2.1.2. Genus Fusarium 

    Species of this genus are ubiquitous and opportunistic 

plant pathogens of plants and agricultural products, or 

saprophytes on cellulotic plant debris and matter, of which 

the most pathogenic species is Fusarium oxysporum, which 

causes rot ofbotanical families: Solanaceae (tomato) and 

cucurbitaceae (zucchini), ...etc [39]. 

5.2.2.2. Storage fungi 

5.2.2.2.1. Genus Penicillium 

    It is the most diverse genus, with somespecies 

representing the main cause of agricultural loss of fruits 

and vegetables after harvest, storage and warehousing [39]. 

Species in this genus are characterized by a branched 

mycelium, which causes soft rot with the production of 

mycotoxins, the most pathogenic of which is: 

Penicilliumexpansum, which infects apples, pearsand citrus 

fruits [14, 41]. 

5.2.2.2.2. Genus Aspergillus 

    It is a ubiquitous plant pathogen, saprophyte that 

colonizes plant debris and deteriorated plant products in 

tropical and subtropical areas [39]. It produces dangerous 

mycotoxins, the most important of which is patulin, which 

accumulates in plant tissues and induces their deterioration 

[41]. The most pathogenic species are: Aspergillus 

oryzaethat infects oranges, and Aspergillus niger that 

infects apples [4]. 

5.2.2.2.3. Other fungi 

    There are other types of molds that cause soft rot in 

fruits especially, such as Botrytis cinerea. This species 

infectsstrawberries, kiwi fruit, grapes and other fruits and 

vegetables, giving a gray mold on the surface of rotten fruit 

[41]. 

6. Pathogenicity and physiopathology 

    The pathogenicity of these microorganisms is due to 

their ability to produce different compounds during host 

cell invasion; these compounds are called virulence factors, 

which cause adverse effects on host fruits and vegetables 

and may present a health hazard to the human consumer 

[27, 38, 53, 49]. 

6.1 The production of PCWDE enzymes (Plant Cell Wall 

Degrading Enzymes) 

     It is a wide range of enzymes secreted by most 

pectinolytic saprophytic bacteria, as well as 

phytopathogenic yeasts and molds [38]. 

    Because of plant-microorganism interactions (fig 5), 

microbial deterioration is reflected in a first place by the 

renewal of low molecular weight compounds (amino acids 
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and other compounds containing nitrogen and sugar), 

which generate an unpleasant odor, or in a second place the 

degradation of polymers, such as proteins or pectins 

following the action of certain enzymes [49, 27, 50]. These 

enzymes allow pathogens to easily invade living plants, 

causing disease with a high degree of metabolic plasticity 

[49]. 

     The strains whom produce the most PCWDE cause 

deterioration on different plants, pectinase is the most 

important one, notably pectate lyase through the 

degradation of pectin which is responsible for the 

reorganization of the wall by transforming 

polygalacturonic acid into oligogalacturonic acid [49]. For 

example, in Erwinia chrysanthemi and Penicillium 

digitatum, the enzymescellulase, xylanase, pectin 

methylesterases, lyases, proteases, and phospholipase have 

a role in pathogenicity and are capable of macerating plant 

tissues and disclosing disease symptoms [27]. 

6.1.1. Pectin degradation 

     This process involyed the depolymerization of pectins 

in the cell wall composed of D-galacturonate residues and 

certain rhamnose molecules. There are several types of 

pectinases, which perform different functions: 

endopectinases cut the different functions: endopectinases 

cut the give a mixture of oligomers, exopectinases attack 

the reducing end of the polymer and produce dimmers. The 

following enzymes are among the best known [27]: 

-Pectate lyase: plays a major role in the symptoms of soft 

rot through the production of the 4-5 unsaturated oligomer 

tip; 

-Pectin metheyleestirase:  facilitates the action of   pectate 

lyase by eliminating the methoxyl groups of pectin (source 

of carbon); 

-Pectin lyase: causes the softening of tissues resulting 

from the degradation of vegetable pectin and degenerates a 

viscous mass. 

 

Fig 5. Schematic representation of the mechanisms 

involved in the attack of potato tissues by Dickeya spp (1. 

Bacteria synthesizes the pectinolytic enzymes (PE), 

including pectate lyase and polygalacturonase which 

catalyze the depolymerization of wall pectin into 

oligogalacturonates (OGS); 2. The  (OGS) are absorbed by 

the bacteria and degraded to 5-Keto-4deoxyuronate (DKI), 

2-5-diketo-deoxy-gluconate (DKII) and galacturonic acid 

(AG) under action of oligo-galactoronide lyase ; 3. the 

(DKI) and (DKII) and other compounds as a result of 

degradation increases the production of PE and increases 

the virulence of the bacteria; 4. The (OGS) to induce 

resistance mechanisms in the plant against these attacks 

such as the production of protease inhibitors (PI) [22]. 

    In addition, plant cells usually suffer from a high 

osmotic water potential, due to the localization of 

intracellular bacteria beyond the phelloderm layer of 

tubers, which affects turgidity [47]; other components are 

also degraded under the action of microbial enzymes [38, 

50]: 

- Starch and sugar are metabolized to maltose by amylase, 

plus unpleasant odors and flavors develop with lactic acid 

and ethanol; 

- Proteins and proteinaceous material are broken down into 

polypeptides and amino acids; 

- Many pathogens have lipolytic activity (via lipase) to 

degrade the lipids that make up plants. 

6.2 Lipopolysaccharides (LPS) 

    The external wall composition of Gram-negative 

bacteria (LPS) inhibits the hypersensitivity (HR) reaction 

in the plant and provides resistance against host- produced 

antimicrobial substances [47]. 

6.3. Bacteria communication system 

    Many bacteria use a "quorum-sensing" cell-to-cell 

communication system to regulate the expression of 

pathogenicity genes involved in deterioration (production 

of enzymes to destroy surrounding tissue, biofilm 

formation) [38]. 

6.4. Production of toxins 

    In host plants, pathogenic filamentous fungi can 

synthesize toxic secondary metabolites in plant tissues 

[39]. The synthesis of these toxins isgenerally triggered 

after harvest and during storage of harvested fruits and 

vegetables, since conditions will be favourable for the 

growth of phytopathogenic moulds, the most important of 

which are the producer moulds [41, 40]: 

- Fusarium: synthesizes six types,which are : Fumonisins, 

Trichothecenes, Zearalenones, Moniliformin, Beauvericin 

and Fusaproliferin; 



Djellout et al / Algerian Journal of Biosciences 01(02) (2020) 037–045                                                                      43 

 

-Alternaria: synthesizes altermaricacid, alternarioles and 

altertoxins ; 

- Aspergillus: synthesizes aflatoxinand ochratoxin; 

- Penicillium: synthesizes ochratoxins,citrimin and patulin. 

    Phytopathogenic microorganisms are not only involved 

in the deterioration of fruits and vegetables, but they can 

also represent a serious danger to human health. Thus, the 

presence of pathogens on fruits and vegetables can cause 

food poisoning, or even cause mycotoxycosis in humans 

following ingestion of mycotoxins synthesized and 

contained in fruits and vegetables infected with 

toxiconogenicmoulds [18, 5]. 

 

 

7. Conclusion 

    The microorganisms responsible for the soft rot of fruits 

and vegetables represent a category of phytopathogens that 

are very dangerous, and this is due to their ability to 

produce a wide range of enzymes called PCWDE, the most 

important of which is pectinase. This enzyme allows so-

called pectinolytic microorganisms to cross the protective 

barrier of fruits and vegetables, thus causing soft rot.Thisis 

why it is necessary to adapt means of fighting these 

microorganisms, by using chlorinated solutions, or even by 

inoculating resistance genes in host plants. 

Conflict of Interest  

The authors declare that they have no conflict of interest

.

References 

1. Abdullah Q, Mahmoud A, Al-Harethi A. Isolation and identification of fungal post- harvest rot of some fruits in Yemen. PSM 

Microbiology. 2016, 1(1): 36 – 44 

2. Adebayo-Tayo BC, Odu N, Esen CV, OKonko IO. Microorganismes Associated with Spoilage of strode vegetable In Uyo 

Metropolis, Akwa Ibon State, Nigeria. Science and Nature. 2012 ,10(3): 23 – 32. 

3. Agueh V, Sossa Jerôme C, Gbessinnon M, Adomahoum D, Degbey CC, Paraiso MN, Ahzandjèmè C, Ghislain S, Ahanhanzo Glele 

Y, Metonnou L, Ouédraogo C. Facteur associé à la consommation des fruits et légumes chez les personnes âgées de 18 ans et plus à 

Cotonou au Bénine en 2014. 2016. CBRST. 2016, (10) : 43-52. 

4. Al-Hui RR, Al-Najada AR, Alnajada AR. Isolation and identification of some fruits spoilage fungi: screening of Plant Cell Wall 

Degrading Enzymes. AJMR. 2011, 5(4): 443-448. 

5. Arfaoui M. Lutte biologique contre les moississure toxinogènes .Thèse de doctorat en science biologique. Université Tunis EL 

MANAR, Tunis, Tunisie. 2019,  p 20 – 24, 30,33. 

6. Atchibri L, Yapi MAY, Soro CL, Kouadio KKA. Evaluation microbiologique et originaires de la contamination des produits de 4ème 

gamme vendus sur les marchés d’Abidjan, Côte d’ivoire. ESJ. 2016, 12(36): 273-285. 

7. Ballester A, Molthoff J, Orzaez D, Josefina P, Fernandez M, Tripodi P, Grandillo S Martin C, Heldens J, Granell A, Bovy A. 

Biochemical and Molecular Analysis of Pink Tomatoes: Deregulated Expression of the Gene Encoding Transcription Factor 

SlMYB12 Leads to Pink Tomato Fruit Color. Plant physiology. 2010, 52(1):71-84. 

8. Barkai R., Paster N. Mouldy fruits and vegetables as a source of mycotoxin : part 1, World Mycotoxin Journal. 2008, 1(2): 147-159. 

Doi :https://doi.org/10.3920/WMJ2008.x018 

9. Benada M. Caractérisation phénotypique et génotypique d Erwinia sp pathogène et essais de lutte biologique. Thèse de doctorat en 

science. Université Ahmed Ben ballah, Oran,  Algérie. 2019, p 27 

10. Bondoux P. Maladie de conservation des fruits à pépins, pomme et poire. INRA, PHM. Paris. 1992. 

11. Chaput J. Identification des maladies et des affections de l’oignon : Ontario. 1995, p 258 - 635. 

12. Christ BJ. Effect of planting date and linoleum level on incidence and servility of powdery on potato, Potato Research. 1989, 32: 

419-424. 

13. Codex alimentarius. Proposed Code Framework Standard for Fresh Fruits and Vegetables. Joint FAO/WHO Programme on Food 

Standards Codex Committees on Fresh Fruits and Vegetables. NineteenthSession.IxtapaZihuatanejo. Guerrero, Mexique. 2015, p10-

14. 

14. Compaore H, Sawadogo-Lingani H, Svadogo A, Dianou D, Thaore AS. Isolement et caractérisation morphologique de moisissures 

productrices de substances antibactériennes à partie d’aliments locaux au Burkina Faso. International Journal of Biological and 

Chemical Science. 2016, 10(1): 198-210. Doi : 10.4314/ijbcs.v10i1.15 

15. Corbaz R. Principes de phytopathologie et de lutte contre les maladies des plantes. Presses polytechniques et universitaires 

Romandes NSBN 2-88074-201-3.Suisse. Bienne. 1993, p20-50 

16. Czajkowshki R, Péromblon MCM, Jafra S, Lojkwslia E, Potrykus M, Van der wolf JM, Sledz W. Detection identification and 

differentiation of pectobacterium and Dickeya species causing potato blehlg and tuber soft rot: a review .Annals Applied biology. 

2014; 166 (2015) : 18-38. Doi : https://doi.org/10.1111/aab.12166 

17. Dadasoglu F, Kotan R. Identification and characterization of Pectobactérium carotovorum. The J. Anim. Plant Sci. 2017, 27(2) :647 

– 654. 

https://doi.org/10.3920/WMJ2008.x018
https://www.researchgate.net/deref/http%3A%2F%2Fdx.doi.org%2F10.4314%2Fijbcs.v10i1.15
https://doi.org/10.1111/aab.12166


Djellout et al / Algerian Journal of Biosciences 01(02) (2020) 037–045                                                                      44 

 

18. Desbordres D. Qualité microbiologique des fruits et légumes : flores, altération, risques sanitaires, prévention. Lyon. 2003, p19-24 

19. Elphinstone. J.G. Pourriture Molle et Jambe Noire de la Pomme de Terre Erwinia Spp. Centre international de la pomme de terre 

(CIP). Lima, Péru. 1991, p6. 

20. FAO. Amélioration la nutrition grâce aux jardins Potagers Module de formation à l’intention de l’agent de terrain en Afrique. Rome. 

Italie. 2002. 

21. Finlay AR, Brown AE. The relative importance of Colletotrichum musae as a crown-rot pathogen on Windward Island bananas. 

Plant Pathology. 1993, 42: 67-74. DOI : https://doi.org/10.1111/j.1365-3059.1993.tb01471.x 

22. Gerardin D, Rouffiange J, Kellenberger I, Schaerer S., Dupuis B. Sensibilité de la pomme de terre à la pourriture molle provoquée 

par Dickeya spp. Recherche Agronomique Suisse. 2013, 4(6) : 288 – 295. 

23. Grubben GJH, Deton OA. Ressource végétale tropicale2 : Légumes. Fondation PROTA/Backkys publishers / CTA, Wageningen, 

Pays-Bas. 2004, p 48-57 ; 306-310 ; 577-578. 

24. Guide de l’Achat Public de Fruits, Légumes et Pommes de terre à l’État Frais. Ministère de l’économie et des finances. République 

Française. 2012, p6-7. 

25. Hélias V. Pectobacterium spp et Dickeya spp de la pomme de terre nouvelle nomenclature pour Erwinia spp. Cahiers Agricultures. 

2008, 17: 349-354 

26. Hozbor MC, Saiz AI, Yeannes MI, Fritz R.Microbiological changes and its correlation with quality indices during aerobic iced 

storage of sea salamon (Pseudopercis semifasciata). LWT-Food Science Thechnology. 2006, 39(2): 99-104. 

Doi:10.1016/j.lwt.2004.12.008 

27. Hugounieux-Cotte-Pattat N, Condemine C, Nasser W, Reverchon S. Regulation of pectinolysis in Erwinia chrysanthemi. Annual 

review of microbiology. 1996, 50(1):213-257. Doi : 10.1146/annurev.micro.50.1.213 

28. Hui YH, Berta J, Pilar Cano M, Gusek TW, Sidhu JS, Sinha NK. Handbook of fruits and fruits processing. Blackwell publishing. 

Iowa, USA. 2008, p15-19. 

29. Ife Fitz J, Bas K. La conservation des fruits et légumes. Fondation Agromisa, Wageningen, pays Bas. 2003, p12. 

30. Kado C. Erwinia related genera .The prokaryotes. 2006, 6: 443-450. Doi : 10.1007/0-387-30746-X_15 

31. Kerr J. Plants de pomme de terre guide de la CEE-ONU sur les maladies, parasites et défauts des plants de pommes de terre. New 

York et Genève. 2014, p18. 

32. Khayi S. Génomique comparative des bactéries Dickeya solani et Pectobecterium wasabiae, pathogènes emergents chez Salamun 

tuberosum. Thèse de doctorat en biologie. University Moulay Ismail et université PARIS –SACLAY. 2015, p19-29. 

33. Konsue W, Dethoup T, Limtong S. Lutte biologique contre la pourriture des fruits et l'anthracnose de la mangue post-récolte par les 

levures antagonistes des feuilles des cultures économiques. 2020, 8(3):137. 

34. Kyung MP, Hyo Jk, Sang SK, Moonchcheol J, Kee JP, Minseon K. Effect of temperature treatment on postharvest quality of the 

cherry tomato (Lycopersicon esculentum var. cerasiforme). Korean Journal of Food Preservation.2019,26(6):595-605. 

Doi :https://doi.org/10.11002/kjfp.2019.26.6.595. 

35. Lacroix M, Vézina L, Desjardin S, Beaulieu C. Comparaison de techniques d’identification des Erwinia et des Pseudomonas 

responsable de la pourriture molle .Phytoprotection . 1995, 76(1) :27-37. Doi : 10.7202 / 706082AR 

36. Ladjouzi R.  Recherche et identification des Pectobacterium, agents de la pourriture molle sur différentes plantes hôtes : pommes de 

terre, tomates et carottes. Diplôme de Magister en Biologie. Université AMIRA de Bejaia. Algérie. 2007, p1-24. 

37. Lara I, Belge B, Goulao LF. A focus on the biosynthesis and composition of cuticle in fruits. Journal of agricultural and food 

chemistry. 2015, 63: 4005-4019. DOI: 10.1021/acs.jafc.5b00013 

38. Lee DH, Kin JB, Kin M, Roh E, Jung K. Microbiota on spoiled. Vegetables and their characterization .Journal of food protection. 

2013, 76 (08): 1350-1358. Doi : 10.4315/0362-028X.JFP-12-439. 

39. Logrieco A, Bottalico A, Mule G, Moretti A Giancarlo P. Epidemiology of toxigenic fungi and their associated mycotoxins for 

some Mediterranean crops. 2003, 109: 645-667. Doi : https://doi.org/10.1023/A:1026033021542 

40. Marin S, Ramos A, Cano-Sancho G, Sanchis V. Mycotoxins: occurrence, toxicology, and exposure assessment. Food and Chemical 

Toxicology. 2013, 60: 218-237. DOI: 10.1016/j.fct.2013.07.047 

41. Moss M.O. Fungi, quality and safety issues in fresh fruits and vegetables. Journal of Applied Microbiology. 2008, 104(5): 1239 – 

1243. Doi: https://doi.org/10.1111/j.1365-2672.2007.03705.x 

42. Nassr MS, Naser SSA. Knowledge Based System for Diagnosing Pineapple Diseases. International Journal of Academic 

Pedagogical Research (IJAPR). 2018, 2(7):12-19. 

43. Nguyen-the C, Carlin F. The microbiology of minimally processed fresh fruits and vegetables. Critical reviews in food science and 

Nutrition. 1994, 34(4):371 – 401. DOI: 10.1080/10408399409527668 

44. Nout R, Hounhouigan J, Boekel T .Backhuys publishers, Leiden , the Netherlands. 2003, p21 

45. Paolo I, Candolario M, Nefzaoui A. Utilisation de figuier de barbarie.publié par l’organisation de Nations Unies pour l’Alimentation 

et l’Agriculture et le Centre international pour la Recherche Agricole dans les zones arides, Rome. 2018,pp 69. 

46. Patriarca A, Vaamonde G, Pinto V.F. Alternaria. Encyclopedia of Food Microbiology. 2018, 54-60. DOI: 10.1007/978-1-4939-

6707-0_2 

47. Perombelen M.C.M. Potato diseases caused by soft rot Erwinia: an overview of pathogenesis. Plant pathology. 2002, 51(1):1 – 12. 

Doi : https://doi.org/10.1046/j.0032-0862.2001.Shorttitle.doc.x 

48. Pierquin LA. Mycoses opportunistes et immunodépression. Thèse de doctorat en pharmacie. Université Nancy-I, Nancy, France. 

https://doi.org/10.1111/j.1365-3059.1993.tb01471.x
https://doi.org/10.1016/j.lwt.2004.12.008
https://www.researchgate.net/deref/http%3A%2F%2Fdx.doi.org%2F10.1146%2Fannurev.micro.50.1.213
https://www.researchgate.net/deref/http%3A%2F%2Fdx.doi.org%2F10.1007%2F0-387-30746-X_15
https://doi.org/10.11002/kjfp.2019.26.6.595
https://doi.org/10.7202/706082AR
https://www.researchgate.net/deref/http%3A%2F%2Fdx.doi.org%2F10.1021%2Facs.jafc.5b00013
https://doi.org/10.1023/A:1026033021542
https://doi.org/10.1016/j.fct.2013.07.047
https://doi.org/10.1111/j.1365-2672.2007.03705.x
https://doi.org/10.1080/10408399409527668
https://www.researchgate.net/deref/http%3A%2F%2Fdx.doi.org%2F10.1007%2F978-1-4939-6707-0_2
https://www.researchgate.net/deref/http%3A%2F%2Fdx.doi.org%2F10.1007%2F978-1-4939-6707-0_2
https://doi.org/10.1046/j.0032-0862.2001.Shorttitle.doc.x


Djellout et al / Algerian Journal of Biosciences 01(02) (2020) 037–045                                                                      45 

 

2010, p 2-3. 

49. Rash M, Andersen JB, Nielsen KF, Flogaard LRC, Hristensen H, Givshov M,  Gram L. Involvement of bacterial quorum-sensing 

signals in spoilage of bean sprouts. Applied and Environmental Microbiology. 2005, 71(6):3321-3330. Doi: 

10.1128/AEM.71.6.3321-3330.2005 

50. Rawat S. Food spoilage: Microorganisms and their prevention. Asian journal of plant science and Research. 2015, 5(4): 47 -56. 

51. Rosset R. Légumes de 4 et 5e gamme microbiologie et toxi-infections alimentaire collectives. Bulletin de l’Académie Vétérinaire de 

France. 1990, 63(3) :43-55. 

52. Saranraj P, Stella D, Reetha D. Microbial spoilage of vegetables and its control measures: a review. 2012, 2(2): 1-12.  

53. Selmaoui K, Touhami AO, Mouria A, Benkirane R, Douira A. Détection de l’activité enzymatique pectinolytique et cellulolytique 

du champignon responsable de la pourriture des pommes en conservation. International journal of immovation and scientific 

research. 2017, 30 (2): 242-250. 

54. Sperber WH, Doyle MP. Compendium of the microbiological spoilage of foods and beverages. In: Introduction to the 

microbiological spoilage foods and bevereges. Center of food Safety university of Georgia, Griffin, GA. Ed Sringer, Georgia, USA. 

2009, p137. 

55. Vannière H, REYJ Y, Vayssieres. Itinéraire technique Mangue /Mangifera indica /P/P et COLEACP, Brussels, Belguim. 2013, p38-

39. 

56. Veld JHH. Microbial and biochemical spoilage of foods: an overview. International journal of Food microbiology. 1996, 33(31):1-

18. DOI: 10.1016/0168-1605(96)01139-7 

57. Vignola S. La levure Geotrichum candidum, diversité et applications en fromagerie. Mémoire .Sous la direction de : Steve Labrie, 

directeur de recherche. Université LAVAL, Québec, Canada. 2018,  p3. 

58. Vincent C, Panneton B, Fleurant–Lessard F. La lutte physique en phytoprotection INRA, Paris, France. 2000, p151 

59. Wallen SE. Understanding Botulism. Dairy and food sanitation. 1983, 3(1): 4-8. 

60. Warnasuriya D, Liyanage AW, Weerawansa GG, Athauda PK, Jayatissa PM. Isolation and characterization of yeasts of some fruits 

and fruit products of Sri Lanka. Journal of the National Science Foundation of Sri Lanka. 1985, 13(1): 71–75. 

DOI: http://doi.org/10.4038/jnsfsr.v13i1.8351. 

 

Recommended Citation 
Djellout N.C., Baika K., Bamebarek H and Benaissa A. Microbial soft rot of cultivated fruits and vegetables. A review. Algerian Journal 

of Biosciences.2020, 01;02:037-045. 
 

 

 

This work is licensed under a Creative Commons Attribution-NonCommercial 4.0 International License 

 

https://dx.doi.org/10.1128%2FAEM.71.6.3321-3330.2005
https://doi.org/10.1016/0168-1605(96)01139-7
http://doi.org/10.4038/jnsfsr.v13i1.8351
http://creativecommons.org/licenses/by-nc/4.0/

